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Background

The endometrium is the mucosal lining of the / Curated gene programs in the bottleneck layer:

uterus. It plays a key role in female reproductive Cell-type specific
health and disease. General collular @ | markers and
Endometrial organoids derived from glandular C 9 o Pathways related to organoid transcription

. & & . processes (Cytopus®) 0 culture conditions, Wnt, &= factors
tissue reproduce key features of endometrial Notch and hormonal signaling regulons?s § | i B &
b|0|0gy in vitro.l2 (from Reactome>) Ll ]
Deep learning models can be used to learn low L
dimensional representations of single cell omic /
data. Expimap? learns interpretable embeddings GPY
by mapping the gene expression matrix to known

gene programs (GP).
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of organoid secretory cells populations which do not have in
vivo counterparts

scIB” benchmarking o Expimap identifies in vivo/in vitro differences
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Comparison to attention-based methods

Perturbing differentially active pathways in silico and
experimentally » Do these differences remain in organoids cultured with media containing vitamin A and

insulin?
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